Pre-workshop Installation Instructions for the Tissue Forge
Workshop, EMBRIO 2025 Summer School

To ensure a smooth experience during the Tissue Forge workshop at the EMBRIO 2025 Summer
School, it would be super helpful if every participant would do part of the installation in
advance: just Miniconda, the package manager that we’ll need for doing the rest of the
installation. Please complete the following prior to the workshop, following the instructions for
your operating system.

Note: I found that the installer instructions were inconsistent and self-contradictory regarding
whether to install for “just you™ or “all users of this computer”. The installer may even state that
it will install for all users, and not let you change it; that’s okay, I believe it will do the right
thing. At least, this was the situation for the Mac; and the other operating systems may have the
same issue. If you are asked to choose, please install for just yourself.

macOS

e Check if you already have miniconda installed:
o Open a terminal and type:
conda --version
o Ifitdisplays the conda version, you are done! We’ll see you at the workshop!
o Ifitdisplays an error message, continue with the following steps.
e Open this page in your browser:
https://www.anaconda.com/docs/getting-started/miniconda/install
e Scroll to the Basic install instructions section.
e Expand macOS/Linux installation
o Select the macOS graphical installer tab (recommended unless you prefer the terminal)
o Follow the step-by-step guide.
o After installation completes, open a fresh shell in your terminal application. (L.e., if the
terminal app is still open, launch a new tab or window.)
o Test that the install was successful, as in the first bullet above.

Windows

e Check if you already have miniconda installed:

o In your Start Menu, look for “Anaconda Prompt”.

o Ifit’s present, you're done! We’ll see you at the workshop! If you wish, you can
also test it by opening it and typing: conda --version. Itshould display the
conda version.

o Ifthe Anaconda Prompt is not present, continue with the following steps.

e Open this page in your browser:
https://www.anaconda.com/docs/getting-started/miniconda/install
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Scroll to the Basic install instructions section.

Expand Windows installation.

Select your preferred installation method and follow the instructions.

After installation completes, test the Anaconda Prompt, as in the first bullet above.

Linux

Check if you already have miniconda installed:
o Open a terminal and type:
conda --version
o Ifitdisplays the conda version, you are done! We’ll see you at the workshop!
o Ifit displays an error message, continue with the following steps.
Open this page in your browser:
https://www.anaconda.com/docs/getting-started/miniconda/install
Scroll to the Basic install instructions section.
Expand macOS/Linux installation.
Select the Linux terminal installer tab.
Follow the instructions matching your CPU architecture.
After installation completes, open a new terminal (or source your
updated .bashrc/.zshrc).
Test that the install was successful, as in the first bullet above.

Need Help?

If you run into trouble, please email me at science(@sharonminsuk.com, be sure to tell me which
OS you are using, and describe the problem and any error messages you see. I'll do my best to
help. (I know Mac, and have some familiarity with Linux, though not miniconda on Linux; if
you’re on Windows especially, please also seek help from colleagues who use conda, your local
IT support, or ChatGPT. (ChatGPT is pretty good at this stuff, and helped me validate the
process on Mac and prepare these instructions!)

Thanks for preparing in advance — it will help us make the most of our short time together!

— Sharon
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